Schedule

Time&Date Monday Tuesday Wednesday Thursday Friday
(December 15)  (December 16)  (December 17)  (December 18) (December 19)

7:30-8:30 Breakfast (60 minutes)

8:30-9:00 ‘ Buyong Ma Shaoyu Li ‘ Yuping Wang ‘ Dongqing Wei | Shengyou Huang

(B28) (ZFDE) (£EF¥) (BREH) (EMR)
Yi Xiao Weihong Guo Liangliang Zhang Jinzhi Lei Yesen Sun
(BZ) (FBBL) (K== (BHEE) (FMERR)

Xinqi Gong Yukun Lu Hao Wang

9:30-10:00 o o . °

(EH=) (FSE) (EH)

10:00-10:30 Coffee Break (30 minutes)

9:00-9:30

10:30-11:00 ‘ Benzhuo Lu ‘ Jingyan Li ‘ Chenglong Yu ‘ Xuejiao Mao

(FAE) (FHi8) (THk) (BEF)
Jian Jiang Yiyun Liu Piyu Zhou

OGIR) (XK= ) (BEF)

12: OO 13:30 Lunch (90 minutes)

11:00-11:30

Shenggao Zhou (& Jinyong Ying
14:00-14:30 | Andrey VESNIN (RIS )

Jun Luo Guoqmg Hu Nan Sun

3015001 (o (HEEEK ) (P

15:00-15:30 Coffee Break (30 minutes) Free Discussion Coffee Break

Fengling Li Yipeng Zhang Bin Tu
(ZFXI) (KAL) (ARH)
Lujia Wang Hongyu Yu Xianu Shi

(EBE=) FRiahiAY ) =k

Banquet
17:30-19:00 18:00-20:00 Dinner (90 minutes)

15:30-16:00

16:00-16:30
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The 7th TSIMF Conference on Computationa d Bi

Deconbr e

(e]

52025 =

Protein sequence-structure co-generation using diffusion and flow

8:30-9:00 | Buyong Ma (B85 ) matching algorithms

Insight into RNA 3D structure prediction from sequence-structure

9:00-9:30 Yi Xiao ( BZE) relations

9:30-10:00 | Xinqi Gong ( ZZ#freT ) FRINTNERRE S

Traditional Methods or AI? Thinking Computation for Future

10:30-11:00 | Benzhmo Lu ( S4E ) Sugar Molecule Nanopore Sequencing

11:00-11:30 Jian Jiang (;T{# ) [Mathematical Al for virtual screening of drug discovery

11:30-12:00

14:00-14:30 Andrey VESNIN  |Spatial graphs, their invariants and applications

14:30-15:00 JunLuo (Z% ) |Fractal dimensions and self-similarity

15:30-16:00 | Fengling Li ( Z[X|}& ) |Vassiliev invariants for virtual knotoids

16:00-16:30 | Lujia Wang ( FE&Ez ) | The topological methods for signed graph coloring

e
.



Tsinghua Sanya International Mathematics Forum(TSIMF)

December 16, 2025 - Tuesday

A reference panel assisted geometric structure non-negative
8:30-9:00 Shaoyu Li (Z=/DF )  |matrix factorization for the deconvolution of bulk tissue RNA-
seq data.
. - Optimization Inspired Deep Unrolling for Spot Resolved
-00-9- SRTI4
9:00-9:30 Weihong Guo (#1221 ) Spatial Transcriptomics Cell Type Deconvolution
9:30-10:00

10:30-11:00

Jingyan Li (Z5H8 )

Path homology and it’s applications in Bioinformatics

11:00-12:00

Variational implicit-solvent predictions of ligand-receptor

15:30-16:00

-00-14- E| X =
14:00-14:30 | Shenggao Zhou (JH2/ ) binding and unbinding kinetics
CovHull-RNA: a geometric learning model using asymmetric
14:30-15:00 Guoging Hu ( #8EK ) |covariance k-mers and convex-hull separation for ncRNA

Yipeng Zhang (3K#%7)

family classification

Multi-Cover: A Mathematical Framework for Topological Data
Analysis and Deep Learning

16:00-16:30

Hongyu Yu ( 5RJ5AI8 )

e e
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The Grand Biological Universe: A Comprehensive Geometric
Construction of Genome Space




The 7th TSIMF Conference on Computational and

athematical Bioinformatics and Biophysic /

Decemb
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) ) . - Mathematical and statistical models for integrative analysis
8:30-9:00 Yuping Wang ( %) of multi-modal brain imaging and multi-omics data

. ) L - = [Decoding Microbiome Dual Mediation: Introducing ZIMMA
9:00-9:30 | Liangliang Zhang (55335 ) for Enhanced Zero-Inflated Data Analysis

. . . = Introduction of mean-field theory allows stabilizing selection
9:30-10:00 Qi Wu (=H5) to maintain genetic polymorphism of a polygenic trait

] ] Polygenic risk, Aspirin and the Primary Prevention of
10:30-11:00 Chenglong Yu (TR ) Cardiovascular disease
. . — VISTA: A Tool for Fast Taxonomic Assignment of Viral
00-11- |
11:00-11:30 Yiyun Liu (&) Genome Sequences and Its Applications
11:30-12:00 Group photo




Tsinghua Sanya International Mathematics Forum(TSIMF)

December 18, 2025 - Thursday

. . AIDD and drug candidates by super-computing: Anti-Aging,
.20.0- A=
8:30-9:00  Dongging Wei (S8Z55) Cancer and Covid-19
P Drug-tolerant persister cell-induced resistance to targeted therapy
9:00-9:30 Jinzhi Lei (EB#0 ) revealed by an individual-cell-based model
9:30-10:00 Yukun Lu ( 255 ) [Manifold Fitting in Single Cell Analysis

14:00-14:30

10:30-11:00 | Xuejiao Mao ( EELF ) Multl.sca'le HOMFLY Polynomial of Curves in 3-space and Its
Applications
Design and Implementation of a Fast Algorithm for Asymmetric
11:00-11:30 | Piyu Zhou ( JEAZ ) [Natural Vector Enables Rapid Large-Scale Biological Data
Analysis

Jinyong Ying ( NG5 )

Shallow neural networks for solving nonuniform size-modified
Poisson-Boltzmann equations

14:30-15:00

Nan Sun ( #)\@g )

scKSFD: Federated Distillation Model with Knowledge Sharing
for Cell Type Classification of Clinical Transcriptome Data

15:30-16:00 Bin Tu (JR3E ) Modeling Ion Transport in Biomimetic lon Channels
16:00-16:30 Xiang Shi (/%) |Multi-perspective Viral Sequence Feature Extraction
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The 7th TSIMF Conference on Computationa ' d Biophysics /'

December19, 2025 =Fkriday — 77

) ) GraphPep: An Interaction-Derived Graph Learning Framework
8:30-9:00 |Shengyou Huang (EHER) for Scoring Protein-Peptide Complexes
Integrative Cancer Molecular Subtyping of Omics Data via
.00.0- \
9:00-9:30 Yesen Sun (FJEER ) Multi-View Representation Learning
) ) = Energy entropy vector: a novel approach for efficient microbial
9:30-10:00 Hao Wang ( £5¢) genomic sequence analysis and classification

10:30-11:00

11:00-11:30

11:30-12:00

14:00-14:30

14:30-15:00

15:30-16:00

16:00-16:30




